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Ascomycete and Basidiomycete fungi are recognized for their role in the biodegradation and recycling of organic matter in nature. Their ability to digest cellulosic biomass (e.g. leaf litter and wood), and in the case of many Basidiomycetes both cellulose and lignin, is of great interest to the emerging bioenergy industry, since biomass represents an enormous renewable resource for the production of fuels and chemicals.  Among the notable genera of industrially important fungi that produce Glycosyl Hydrolase family 7 cellobiohydrolases are Trichoderma and Penicillium.  The cellobiohydrolases from this structural family are generally recognized as being the principal enzyme in the construction of engineered component cellulase systems designed for hydrolysis of microcrystalline cellulose.  In this study, we report the heterologous expression of an active and stable full-length cellobiohydrolase from Penicillium funiculosum in transformed Aspergillus awamori.  We compare the kinetics and biochemical properties of the recombinant form of the enzyme engineered and expressed using different signal sequences compared to the wild type enzyme.

